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Clizia Chinello
Clizia.chinello@unimib.it
https://orcid.org/0000-0002-7921-7768
Italian

8-August-1979

Her 19-year research experience was dedicated on the application of advanced mass spectrometry
technologies in different fields, particularly to clinical proteomics/peptidomics in biological fluids, fresh-
frozen and FFPE tissues (human/animal model), cell culture (primary lines, culture medium), in vitro
models for regenerative medicine and microorganisms. Her current research interests are mainly
focused on proteome alterations and the related post translational modification (glycosylation,
phosphorylation) of renal and thyroid malignancies, and kidney diseases through quantitative LC-
MS/MS based proteomic strategies..

From 1st November 2008 to present

Technical responsible of mass spectrometry laboratories belonging to Proteomics and
metabolomics platform (D2 level)

Application and implementation of advanced mass spectrometry technologies in
proteomics/peptidomics both in solid and liquid biological samples, including biofluids, tissues, cell
cultures and microorganisms.

University of Milano Bicocca

From 20t May 2018 to 20t July 2018 and from 27t January 2020 to 11t February 2020

Internship at Center of proteomics and metabolomics (CPM) of LUMC (Leiden University
Medical Center)

Study of 1gG glycosylation pattern in blood by LC-MS (Prof. Manfred Wuhrer, tutor: Dr Noortje De

Haan)

LUMC (Leiden University Medical Center), NL

From 1st November 2005 to 31st October 2008

Research activity as Ph.D. student at mass spectrometry lab of Clinical Proteomics Unit
Biomarker discovery in renal cell carcinoma using MS-based proteomics

University of Milano Bicocca

From 1st April 2008 to 31st October 2005

Research fellowship in proteomics concerning with “Characterization of biomarkers with mass
spectrometry techniques” at Department of Experimental Medicine

Characterization of biomarkers with mass spectrometry techniques
University of Milano Bicocca

From 1st November 2008 to present
Post-graduate researcher in Biomedical Technologies, mass spectrometry division
Application of MALDI-MS based approach in proteomics
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Name and address of employer = University of Milano Bicocca

Education and Training

Dates = From 1st August 2017 to 1st August 2028

Title of qualification awarded | Italian National Scientific Habilitation (ASN) for Associate Professor in Clinical Biochemistry
(BIO12)

Dates | 9th-16th April 2016
Title of qualification awarded | Participation to Course NATO SPS ASI 984915. Campora San Giovanni, Calabria (ltaly)

Name and type of organisation | NATO
providing education and training

Dates = From 1st November 2005 to 31st October 2008
Title of qualification awarded = Ph.D. in Biomedical Technologies

Principal subjects/occupational skills = Evaluation of Normal and RCC primary cell culture proteome: implementation of new methods to the
covered | classical proteomic approach

Name and type of organisation = University of Milano Bicocca
providing education and training

Dates | 4th-7t" December 2006
Title of qualification awarded | Participation to Theoretical and Practical Course on Proteome

Name and type of organisation | Universita degli Studi della Tuscia, Viterbo (ltaly)
providing education and training

Dates = 12th-17th March 2006
Title of qualification awarded = Participation to Course on Mass Spectrometry, University of Siena, Italy

Name and type of organisation ' Italian Chemical Society, Mass Spectrometry division
providing education and training

Dates = From 1st February 2005 to 31st October 2005
Title of qualification awarded | 1st level Master in Bioinformatics

Name and type of organisation = University of Milano Bicocca
providing education and training

Level in national or international = Fist level Master
classification

Dates = From 25t September 1998 to 20t July 2004

Title of qualification awarded = Master degree in Biotechnology (110/110 cum laude)

Name and type of organisation | University of Milano
providing education and training
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«Characterization of proteome/peptidome leading to the discovery of potential biomarkers/targets of
kidney and thyroid diseases by advanced integrated purification and nano LC-separation connected to
TiMS-TOF MS, nanoLC ESl ion trap and UHR-TOF, and MALDI-TOF/TOF

«Implementation of advanced LC-MS based methods in clinical peptidomics/proteomics, such as
MUDPIT, shotgun proteomics and label-free protein/peptide relative quantification of various solid and
liquid biological samples, identification by LC-MS/MS platform of MALDI imaging protein targets (liquid
extraction, Laser Captured Microdissected tissue, TMA), quali-quantitative evaluation of phospho-
proteome

*MALDI-TOF imaging of tissue and profiling, biofluids protein profiling for the discovery of discriminant
models, and microorganism MALDI profiling and typing

*Definition of 19G subclasses-specific glycopatterns in membranous nephropathy by LC MS/MS

Italian
English
Understanding Speaking Writing
Listening ‘ Reading Spoken interaction ‘ Spoken production
\ B2 \ \ C1 B2 \ \ B2 B2

(*) Common European Framework of Reference for Languages

«Assistant Teacher for: -Chemistry and Propaedeutic Biochemistry at the Medicine and Surgery
School, Faculty of Medicine, UNIMIB; Technological Science for Molecular Medicine (Proteomics) at
the Medical Biotechnology, Faculty of Medicine, UNIMIB; -Biochemistry Methodologies at the
Biotechnology school, Faculty of Biotechnology, UNIMIB; -Clinical and Molecular Biochemistry in the
degree course for Biomedical laboratory Technicians, UNIMIB

*Teacher for: -MS Imaging School organized in collaboration with Mass Spectrometry Division (ltalian
Chemistry association); -proteomics laboratory for Il level International Master in Nephropathology,
Medicine and Surgery School, Faculty of Medicine, UNIMIB.)

*Optimal management of the following instrumentations:

-Mass Spectrometers(from Bruker Daltonics):- Trapped ion mobility spectrometry (TIMS), ESI UHR-
TOF (MaxisTM I version, Impact HD™), ESI lontrap (Amazon ETD™, ESQUIRE 3000+™) e MALDI-
TOF (RapifleXTM, Ultraflextreme™, Reflex [VT™)

-micro- e nanoLC from Thermo sc. (Evosep One™ , Ultimate 3000+™, nanoRSLC™, EasynLC™)

-LC-MS interfaces from Bruker Daltonics (ESI, nanoESI, APCI, captive spray nanobooster™, ESI-
nanosprayer™)
-integrated platforms from Bruker Daltonics (proteineer DP™ e Clinprotrobot™)

*Optimization and/or implementation of sample preparation methods for MS based proteomics, such
as in gel, in solution and via FASP trypsinization, immunodepletion of biological fluids (column and off
line methods), detergents removal, enrichment for phospho-and glico-peptides

*Training

2022  Training courses on TimsTOF-Flex™ and Evosep One™ on site

2017  Training courses on RapifleX™ on site

2014  Training courses on Impact HD™ on site

2012 Training courses on Amazon-ETD™ on site

2010  Training courses on MAXIS™, UltraflexE XTREME™, Imaging Mass Spectrometry and
Proteinscape at Bruker Daltonics factory in Bremen (Germany)
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*Proficient in Windows environment and Microsoft office;

*Fully confident in the following software MS data: -MS data elaboration (Compass™ software
environment, Datanalysis™, Biotools™, FlexControl™, FlexAnalysis™, Clinprotools™, Fleximaging™);-
label free quantitative proteomic platform (Peaks studio, Progenesis QI for Proteomics, Ideal-Q),
glycomics tools (LaCytools, GlycoWorkbench), proteomics search engine (Mascot), functional
annotation tools (IPA, Panther, DAVID, String)

2015-present;

o Reviewer for various scientific journals (Journal of Proteomics & Bioinformatics; J
Proteomics.; Front. Physiol.; Current proteomics, Plosone)

2008-present;

e activities of service and consultancy on MS platform both for internal users and external
companies and industries (proteomics, drugs, small molecules)

o  Collaboration in the writing and activities of national and international research projects
2007-present:

o Active Participation to national and international congresses with oral and poster contributions
o Confident in full maintenance of MS instrumentation on Bruker series and LC systems
(Thermo sc)

2010-2012:
o Active Member of COST action network Eurokup (Urine and Kidney Proteomics)(action
BM0702)
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List of References

H-index:24; Documents by author: 74; Total citation: 1599 (from Scopus- 14t June 2023)

10.

11.

2023

DENTI V, CAPITOLI G, PIGA I, CLERICI F, PAGANI L, CRISCUOLO L, BINDI G, PRINCIPI L, CHINELLO
C, PAGLIA G, MAGNI F, SMITH A. Correction to Spatial Multiomics of Lipids, N-Glycans, and
Tryptic Peptides on a Single FFPE Tissue Section. J Proteome Res. 2023 Jun 2;22(6):2149. doi:
10.1021/acs.jproteome.3c00217. Epub 2023 May 5. Erratum for: J Proteome Res. 2022 Nov
4;21(11):2798-2809. PMID: 37144619; PMCID: PMC10243100.

PRINCIPI L, FERRINI E, CICCIMARRA R, PAGANI L, CHINELLO C, PREVITALI P, SMITH A, VILLETTI G,
ZOBOLI M, RAVANETTI F, STELLARI FF, MAGNI F, PIGA I. Proteomic Fingerprint of Lung Fibrosis
Progression and Response to Therapy in Bleomycin-Induced Mouse Model. Int J Mol Sci. 2023
Feb 23;24(5):4410. doi: 10.3390/ijms24054410. PMID: 36901840; PMCID: PMC10002924.
PAGANI L, CHINELLO C, RISCA G, CAPITOLI G, CRISCUOLO L, LOMBARDI A, UNGARO R,
MANGIONI D, PIGA I, MUSCATELLO A, BLASI F, FAVALLI A, MARTINOVIC M, GORI A, BANDERA
A, GRIFANTINI R, MAGNI F. Plasma Proteomic Variables Related to COVID-19 Severity: An
Untargeted nLC-MS/MS Investigation. Int J Mol Sci. 2023 Feb 10;24(4):3570. doi:
10.3390/ijms24043570. PMID: 36834989; PMCID:PMC9962231.

CONTESSOTTO P, SPELAT R, FERRO F, VYSOCKAS V, KRIVICKIENE A, JIN C, CHANTEPIE S,
CHINELLO C, PAUZA AG, VALENTE C, RACKAUSKAS M, CASARA A, ZIGMANTAITE V, MAGNI F,
PAPY-GARCIA D, KARLSSON NG, EREMINIENE E, PANDIT A, DA COSTA M. Reproducing
extracellular matrix adverse remodelling of non-ST myocardial infarction in a large animal
model. Nat Commun. 2023 Feb 22;14(1):995. doi: 10.1038/s41467-023-36350-1. PMID:
36813782; PMCID: PM(C9945840.

D'ARCA D, SEVERI L, FERRARI S, DOZZA L, MARVERTI G, MAGNI F, CHINELLO C, PAGANI L,
TAGLIAZUCCHI L, VILLANI M, D'ADDESE G, PIGA |, CONTEDUCA V, ROSSI L, GURIOLI G, DE GIORGI
U, LOSI L, COSTI MP. Serum Mass Spectrometry Proteomics and Protein Set Identification in
Response to FOLFOX-4 in Drug-Resistant Ovarian Carcinoma. Cancers (Basel). 2023 Jan
8;15(2):412. doi: 10.3390/cancers15020412. PMID: 36672361; PMCID: PMC9856519.

2022

SPELAT R, FERRO F, CONTESSOTTO P, ALJAABARY A, MARTIN-SALDANA S, JIN C, KARLSSON NG,
GREALY M, HILSCHER MM, MAGNI F, CHINELLO C, KILCOYNE M, PANDIT A. Metabolic
reprogramming and membrane glycan remodeling as potential drivers of zebrafish heart
regeneration. Commun Biol. 2022 Dec 13;5(1):1365. doi: 10.1038/s42003-022-04328-2. PMID:
36509839; PMCID: PMC9744865.

DENTI V, CAPITOLI G, PIGA |, CLERICI F, PAGANI L, CRISCUOLO L, BINDI G, PRINCIPI L, CHINELLO
C, PAGLIA G, MAGNI F, SMITH A. Spatial Multiomics of Lipids, N-Glycans, and Tryptic Peptides
on a Single FFPE Tissue Section. J Proteome Res. 2022 Nov 4;21(11):2798-2809. doi:
10.1021/acs.jproteome.2c00601. Epub 2022 Oct 19. Erratum in: J Proteome Res. 2023 Jun
2;22(6):2149. PMID: 36259755; PMCID: PM(C9639202.

CHINELLO C, DE HAAN N, CAPITOLI G, TREZZI B, RADICE A, PAGANI L, CRISCUOLO L, SIGNORINI
S, GALIMBERTI S, SINICO RA, WUHRER M, MAGNI F. Definition of IgG Subclass-Specific
Glycopatterns in Idiopathic Membranous Nephropathy: Aberrant IgG Glycoforms in Blood. Int J
Mol Sci. 2022 Apr 23;23(9):4664. doi: 10.3390/ijms23094664. PMID: 35563055; PMCID:
PMC9101794.

IANNONE MN, STUCCHI S, TUROLLA EA, BERETTA C, CICERI S, CHINELLO C, PAGANI L, TODDE S,
FERRABOSCHI P. Synthesis and automated fluorine-18 radiolabeling of new PSMA-617
derivatives with a CuAAC radiosynthetic approach. J Labelled Comp Radiopharm. 2022
Mar;65(3):48-62. doi: 10.1002/jlcr.3959. Epub 2022 Jan 11. PMID: 34964165.

2021

SANTORELLI L, STELLA M, CHINELLO C, CAPITOLI G, PIGA I, SMITH A, GRASSO A, GRASSO M,
BOVO G, MAGNI F. Does the Urinary Proteome Reflect ccRCC Stage and Grade Progression?
Diagnostics (Basel). 2021 Dec 16;11(12):2369.

DENTI V, MAHAJNEH A, CAPITOLI G, CLERICI F, PIGA I, PAGANI L, CHINELLO C, BOLOGNESI MM,
PAGLIA G, GALIMBERTI S, MAGNI F, SMITH A. Lipidomic Typing of Colorectal Cancer Tissue
Containing Tumour-Infiltrating Lymphocytes by MALDI Mass Spectrometry Imaging.
Metabolites. 2021 Sep 5;11(9):599.
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SMITH A, PIGA |, DENTI V, CHINELLO C, MAGNI F. Elaboration Pipeline for the Management of
MALDI-MS Imaging Datasets. Methods Mol Biol. 2021;2361:129-142

BIANCHETTI A, CHINELLO C, GUINDANI M, BRAGA S, NEVA A, VERARDI R, PIOVANI G, PAGANI
L, LISIGNOLI G, MAGNI F, RUSSO D, ALMICI C. A Blood Bank Standardized Production of Human
Platelet Lysate for Mesenchymal Stromal Cell Expansion: Proteomic Characterization and
Biological Effects. Front Cell Dev Biol. 2021 May 14;9:650490.

CONTESSOTTO P, ORBANIC D, DA COSTA M, JIN C, OWENS P, CHANTEPIE S, CHINELLO C,
NEWELL J, MAGNI F, PAPY-GARCIA D, KARLSSON NG, KILCOYNE M, DOCKERY P, RODRIGUEZ-
CABELLO JC, PANDIT A. Elastin-like recombinamers-based hydrogel modulates post-ischemic
remodeling in a non-transmural myocardial infarction in sheep. Sci Transl Med. 2021 Feb
17:13(581):eaaz5380.

2020

FONTANA D, MAURI M, RENSO R, DOCCI M, CRESPIATICO I, R@ST LM, JANG M, NIRO A,
D'ALIBERTI D, MASSIMINO L, BERTAGNA M, ZAMBROTTA G, BOSSI M, CITTERIO S, CRESCENZI
B, FANELLI F, CASSINA V, CORTI R, SALERNO D, NARDO L, CHINELLO C, MANTEGAZZA F,
MECUCCI C, MAGNI F, CAVALETTI G, BRUHEIM P, REA D, LARSEN S, GAMBACORTI-PASSERINI C,
PIAZZA R. ETNK1 mutations induce a mutator phenotype that can be reverted with
phosphoethanolamine. Nat Commun. 2020 Nov 23;11(1):5938.

DENTI 'V, PIGA |, GUARNERIO S, CLERICI F, IVANOVA M, CHINELLO C, PAGLIA G, MAGNI F,
SMITH A. Antigen Retrieval and Its Effect on the MALDI-MSI of Lipids in Formalin-Fixed
Paraffin-Embedded Tissue. ] Am Soc Mass Spectrom. 2020 Jul 22..

RAIMONDO F, CHINELLO C, PORCARO L, MAGNI F, PITTO M. Urinary Extracellular Vesicles and
Salt-Losing Tubulopathies: A Proteomic Approach. Proteomes. 2020 May 9;8(2):E9.

SMITH A, IABLOKOV V, MAZZA M, GUARNERIO S, DENTI V, IVANOVA M, STELLA M, PIGA I,
CHINELLO C, HEIS B, VAN VEELEN PA, BENEDIKTSSON H, MURUVE DA, MAGNI F. Detecting
Proteomic Indicators to Distinguish Diabetic Nephropathy from Hypertensive Nephrosclerosis
by Integrating Matrix-Assisted Laser Desorption/lonization Mass Spectrometry Imaging with
High-Mass Accuracy Mass Spectrometry. Kidney Blood Press Res. 2020;45(2):233-248.
SANTORELLI L, CAPITOLI G, CHINELLO C, PIGA I, CLERICI F, DENTI V, SMITH A, GRASSO A,
RAIMONDO F, GRASSO M, MAGNI F. In-Depth Mapping of the Urinary N-Glycoproteome:
Distinct Signatures of ccRCC-related Progression.Cancers (Basel). 2020 Jan 18;12(1):239
BOSISIO FM, ANTORANZ A, VAN HERCK Y, BOLOGNESI MM, MARCELIS L, CHINELLO C, WOUTERS
J, MAGNI F, ALEXOPOULOS L, STAS M, BOECXSTAENS V, BECHTER O, CATTORETTI G, VAN DEN
OORD J. Functional heterogeneity of lymphocytic patterns in primary melanoma dissected
through single-cell multiplexing. Elife. 2020 Feb 14;9. pii: e53008.

2019

PIGA I, CAPITOLI G, DENTIV, TETTAMANTI S, SMITH A, STELLA M, CHINELLO C, LENI D, GARANCINI
M, GALIMBERTI S, MAGNI F, PAGNI F. The management of haemoglobin interference for the MALDI-MSI
proteomics analysis of thyroid fine needle aspiration biopsies. Anal Bioanal Chem. 2019 Aug;411(20):5007-
5012. doi: 10.1007/s00216-019-01908-w. Epub 2019 May 30

RE F, SARTORE L, MOULISOVA V, CANTINI M, ALMICI C, BIANCHETTI A, CHINELLO C, DEY K,
AGNELLI S, MANFERDINI C, BERNARDI S, LOPOMO NF, SARDINI E, BORSANI E, RODELLA LF,
SAVOLDI F, PAGANELLI C, GUIZZI P, LISIGNOLI G, MAGNI F, SALMERON-SANCHEZ M, RUSSO D. 3D
gelatin-chitosan hybrid hydrogels combined with human platelet lysate highly support human mesenchymal
stem cell proliferation and osteogenic differentiation. J Tissue Eng. 2019 May 2;10:2041731419845852. doi:
10.1177/2041731419845852. eCollection 2019 Jan-Dec

JACONI M, MAGNI F, RAIMONDO F, PONZONI M, CHINELLO C, SMITH A, PIGA I, FUSCO N, DI BELLA
C, PAGNI F. TdT expression in germ cell tumours: a possible immunohistochemical cross-reaction and
diagnostic pitfall. J Clin Pathol. 2019 Aug;72(8):536-541. doi: 10.1136/jclinpath-2019-205713. Epub 2019
May 4.

SMITH A, L'IMPERIO V, DENTI V, MAZZA M, IVANOVA M, STELLA M, PIGA I, CHINELLO C, AJELLO E,
PIERUZZI F, PAGNI F, MAGNI F. High Spatial Resolution MALDI-MS Imaging in the Study of Membranous
Nephropathy. Proteomics Clin Appl. 2019 Jan;13(1):e1800016. doi: 10.1002/prca.201800016. Epub 2018
Dec 19

PIGA |, CAPITOLI G, TETTAMANTI S, DENTIV, SMITH A, CHINELLO C, STELLA M, LENI D, GARANCINI
M, GALIMBERTI' S, MAGNI F, PAGNI F Feasibility Study for the MALDI-MSI Analysis of Thyroid Fine Needle
Aspiration Biopsies: Evaluating the Morphological and Proteomic Stability Over Time. Proteomics Clin Appl.
2019 Jan;13(1):¢1700170. doi: 10.1002/prca.201700170. Epub 2018 Nov 20.

2018
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COX A, ANDREOZZI P, DAL MAGRO R, FIORDALISO F, CORBELLI A, TALAMINI L, CHINELLO C,
RAIMONDO F, MAGNI F, TRINGALI M, KROL S, JACOB SILVA P, STELLACCI F, MASSERINI M, RE F.
Evolution of Nanoparticle Protein Corona across the Blood-Brain Barrier. ACS Nano. 2018 Jul 24;12(7):7292-
7300. doi: 10.1021/acsnano.8b03500. Epub 2018 Jul 2

RAIMONDO F, CHINELLO C, STELLA M, SANTORELLI L, MAGNI F, PITTO M. Effects of Hematuria on the
Proteomic Profile of Urinary Extracellular Vesicles: Technical Challenges. J Proteome Res. 2018 Aug
3;17(8):2572-2580. doi: 10.1021/acs.jproteome.7b00763. Epub 2018 Jun 28.

SEVERIL, LOSI L, FONDA S, TADDIA L, GOZZI G, MARVERTI G, MAGNI F, CHINELLO C, STELLA M,
SEHOULI J, BRAICU EI, GENOVESE F, LAURIOLA A, MARRACCINI C, GUALANDI A, DARCA D,
FERRARI S, COSTI MP. Proteomic and Bioinformatic Studies for the Characterization of Response to
Pemetrexed in Platinum Drug Resistant Ovarian Cancer. Frontiers in Pharmacology 9, May 2018.
DOI110.3389/fphar.2018.00454.

STELLA M, CHINELLO C, CAZZANIGA A, SMITH A, GALLI M, PIGA I, GRASSO A, GRASSO M, DEL
PUPPO M, VARALLO M, BOVO G, MAGNI F. Histology-guided proteomic analysis to investigate the
molecular profiles of clear cell Renal Cell Carcinoma grades.J Proteomics. 2018 Apr 23. pii: S1874-
3919(18)30188-X. doi: 10.1016/j.jprot.2018.04.028. [Epub ahead of print].

CHINELLO C, STELLA M, PIGA I, SMITH AJ, BOVO G, VARALLO M, IVANOVA M, DENTI V, GRASSO M,
GRASSO A, DEL PUPPO M, ZARAVINOS A, MAGNI F. Proteomics of liquid biopsies: Depicting RCC
infiltration into the renal vein by MS analysis of urine and plasma. J Proteomics. 2018 Apr 22. pii: S1874-
3919(18)30179-9. doi: 10.1016/j.jprot.2018.04.029. [Epub ahead of print].

SMITHA, GALLIM, PIGA |, DENTIV, STELLA M, CHINELLO C, FUSCO N, LENI D, MANZONI M, ROVERSI
G, GARANCINI M, PINCELLI Al, CIMINO V, CAPITOLI G, MAGNI F, PAGNI F. Molecular signatures of
medullary thyroid carcinoma by matrix-assisted laser desorption/ionisation mass spectrometry imaging. J
Proteomics. 2018 Mar 24. pii: S1874-3919(18)30122-2. doi: 10.1016/j.jprot.2018.03.021. [Epub ahead of
print].

2017

ALBERIO T, PIERONI L, RONCI M, BANFI C, BONGARZONE I, BOTTONI P, BRIOSCHI M, CATERINO M,
CHINELLO C, CORMIO A, COZZOLINO F, CUNSOLO V, FONTANA S, GARAVAGLIAB, GIUSTIL, GRECO
V, LUCACCHINI A, MAFFIOLI E, MAGNI F, MONTELEONE F, MONTI M, MONTI V, MUSICCO C,
PETROSILLO G, PORCELLI V, SALETTI R, SCATENA R, SOGGIU A, TEDESCHI G, ZILOCCHI M,
RONCADA P, URBANI A, FASANO M. Toward the Standardization of Mitochondrial Proteomics: The Italian
Mitochondrial Human Proteome Project Initiative. J Proteome Res. 2017 Dec 1;16(12):4319-4329. doi:
10.1021/acs.jproteome.7b00350. Epub 2017 Sep 13.

LUGATO B, STUCCHI S, CICERI S, IANNONE MN, TUROLLA EA, GIULIANO L, CHINELLO C, TODDE S,
FERRABOSCHI P. A novel versatile precursor suitable for 18 F-radiolabeling via "click chemistry". J Labelled
Comp Radiopharm. 2017 Aug;60(10):466-480. doi: 10.1002/jlcr.3529. Epub 2017 Aug 2.

L'IMPERIO V, BRUNO I, RABACH I, SMITH A, CHINELLO C, STELLA M, MAGNI F, PAGNI F.
Histoproteomic Characterization of Localized Cutaneous Amyloidosis in X-Linked Reticulate Pigmentary
Disorder. Skin Pharmacol Physiol. 2017;30(2):90-93. doi: 10.1159/000464336. Epub 2017 Apr 4..

GALLI M, PAGNI F, DE SIO G, SMITH A, CHINELLO C, STELLA M, L'IMPERIO V, MANZONI M,
GARANCINI M, MASSIMINI D, MOSELE N, MAURI G, ZOPPIS I, MAGNI F. Proteomic profiles of thyroid
tumors by mass spectrometry-imaging on tissue microarrays. Biochim Biophys Acta. 2017 Jul;1865(7):817-
827. doi: 10.1016/j.bbapap.2016.11.020. Epub 2016 Dec 9.

SMITH A, L'IMPERIO V, AJELLO E, FERRARIO F, MOSELE N, STELLA M, GALLI M, CHINELLO C,
PIERUZZI F, SPASOVSKI G, PAGNI F, MAGNI F. The putative role of MALDI-MSI in the study of
Membranous  Nephropathy.  Biochim  Biophys  Acta. 2017  Jul;1865(7):865-874.  doi:
10.1016/j.bbapap.2016.11.013. Epub 2016 Nov 24.

2016

L'MPERIO V, SMITH A, CHINELLO C, PAGNI F, MAGNI F. Proteomics and glomerulonephritis: A
complementary approach in renal pathology for the identification of chronic kidney disease-related markers.
Proteomics Clin Appl. 2016 Apr;10(4):371-83. doi: 10.1002/prca.201500075. Epub 2016 Mar 2. Review.
CHINELLO C, L'IMPERIO V, STELLA M, SMITH AJ, BOVO G, GRASSO A, GRASSO M, RAIMONDO F,
PITTO M, PAGNI F, MAGNI F. The proteomic landscape of renal tumors. Expert Rev Proteomics. 2016
Dec;13(12):1103-1120. Epub 2016 Oct 28. Review.

GALLI M, ZOPPIS |, DE SIO G, CHINELLO C, PAGNI F, MAGNI F, MAURI G. A Support Vector Machine
Classification of Thyroid Bioptic Specimens Using MALDI-MSI Data. Adv Bioinformatics.
2016;2016:3791214. doi: 10.1155/2016/3791214. Epub 2016 May 17.

PAGNI F, DE SIO G, GARANCINI M, SCARDILLI M, CHINELLO C, SMITH AJ, BONO F, LENI D, MAGNI F.
Proteomics in thyroid cytopathology: Relevance of MALDI-imaging in distinguishing malignant from benign
lesions. Proteomics. 2016 Jun;16(11-12):1775-84. doi: 10.1002/pmic.201500448. Epub 2016 May 10.
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L'IMPERIO V, SMITH A, CHINELLO C, PAGNI F, MAGNI F. Proteomics and glomerulonephritis: A
complementary approach in renal pathology for the identification of chronic kidney disease related markers.
Proteomics Clin Appl. 2016 Apr;10(4):371-83. doi: 10.1002/prca.201500075. Epub 2016 Mar 2. Review.

2015

CHINELLO C, LIU X, MUSANTE L, CAZZANIGA M, TATARUCH D, CALZAFERRI G, JAMES SMITH A, DE
SIO G, MAGNI F, ZOU H, HOLTHOFER H. Intraluminal proteome and peptidome of human urinary
extracellular vesicles. Proteomics Clin Appl. 2015 Jun;9(5-6):568-73. doi: 10.1002/prca.201400085. Epub
2015 Feb 24.

DE SIO G, SMITH AJ, GALLI M, GARANCINI M, CHINELLO C, BONO F, PAGNI F, MAGNI F. A MALDI-
Mass Spectrometry Imaging method applicable to different formalin-fixed paraffin-embedded human tissues.
Mol Biosyst. 2015 Jun;11(6):1507-14

RAIMONDO F, CORBETTA S, SAVOIA A, CHINELLO C, CAZZANIGA M, ROCCO F, BOSARI S, GRASSO
M, BOVO G, MAGNI F, PITTO M. Comparative membrane proteomics: a technical advancement in the
search of renal cell carcinoma biomarkers. Mol Biosyst. 2015 Jun;11(6):1708-16.

PAGNIF, L'MPERIO V, BONO F, GARANCINI M, ROVERSI G, DE SIO G, GALLI M, SMITH AJ, CHINELLO
C, MAGNI F. Proteome analysis in thyroid pathology. Expert Rev Proteomics. 2015 Aug;12(4):375-90. doi:
10.1586/14789450.2015.1062369. Epub 2015 Jul 1.

CHINELLO C, CAZZANIGA M, DE SIO G, SMITH AJ, GRASSO A, ROCCO B, SIGNORINI S, GRASSO M,
BOSARI S, ZOPPIS I, MAURI G, MAGNI F. Tumor size, stage and grade alterations of urinary peptidome in
RCC. J Transl Med. 2015 Oct 20;13:332.

ZOPPIS |,DONDIR, BORSANI, M GIANAZZA E, CHINELLO C., MAGNI, F., MAURI G. Robust conclusions
in mass spectrometry analysis. In Procedia Computer Science, Volume 51, 2015, Pages 683-692. Elsevier.

2014

RAIMONDO F., CORBETTA S., CHINELLO C., PITTO M., MAGNI F. The urinary proteome and peptidome
of renal cell carcinoma patients: a comparison of different techniques. Expert Rev Proteomics. 2014
Aug;11(4):503-14

CHINELLO C, CAZZANIGA M, DE SIO G, SMITH AJ, GIANAZZA E, GRASSO A, ROCCO F, SIGNORINI S,
GRASSO M, BOSARI S, ZOPPIS I, DAKNA M, VAN DER BURGT YE, MAURI G, MAGNI F. Urinary
signatures of Renal Cell Carcinoma investigated by peptidomic approaches. PLoS One. 2014 Sep 9;9(9):
€106684. doi: 10.1371/journal.pone.0106684. eCollection 2014.

2013

MAININI V, BOVO G, CHINELLO C, GIANAZZA E, GRASSO M, CATTORETTI G, MAGNI F. Detection of
high molecular weight proteins by MALDI imaging mass spectrometry. Mol Biosyst. 2013 2013; 9(6): 1101-7
MAGNI F, LALOWSKI M, MAININI'V, MARCHETTI-DESCHMANN M, CHINELLO C, URBANI A, BAUMANN
M. Proteomics imaging and the kidney. J Nephrol. 2013 May 16;26(3):430-6

RAIMONDO F, CORBETTA S, MOROSI L, CHINELLO C, GIANAZZA E, CASTOLDI G, DI GIOIA C,
BOMBARDI C, STELLA A, BATTAGLIA C, BIANCHI C, MAGNI F, PITTO M. Urinary exosomes and diabetic
nephropathy: a proteomic approach. Mol Biosyst. 2013; 9(6): 1139-46.

RAIMONDO F, MOROSI L, CORBETTA S, CHINELLO C, BRAMBILLA P, DELLA MINA P, VILLA A, ALBO
G, BATTAGLIA C, BOSARI S, MAGNI F, PITTO M Differential protein profiling of renal cell carcinoma urinary
exosomes. Mol Biosyst. 2013; 9(6):1220-33

LALOWSKI M, MAGNI F, MAININI V, MONOGIOUDI E, GOTSOPOULOS A, SOLIYMANI R, CHINELLO C,
BAUMANN M. Imaging mass spectrometry: a new tool for kidney disease investigations. Nephrol Dial
Transplant. 2013 Jul;28(7):1648-56.

CONSONNI S, MAININI V, PIZZARDI A, GIANAZZA E, CHINELLO C, LOCATELLI A, MAGNI F. Non-
invasively collected amniotic fluid as a source of possible biomarkers for premature rupture of
membranes investigated by proteomic approach 2013 Archives of Gynecology and Obstetrics , pp. 1-8.
MAININI'V, PAGNI F, GARANCINI M, GIARDINI'V, DE SIO G, CUSI C, AROSIO C, ROVERSI G, CHINELLO
C, CARIA P, VANNI R, MAGNI F. An Alternative Approach in Endocrine Pathology Research: MALDI-IMS in
Papillary Thyroid Carcinoma. Endocr Pathol. 2013 Dec;24(4):250-3..

2012

MAININI'V, GIANAZZA E, CHINELLO C, BILO G, REVERA M, GIULIANO A, CALDARA G, LOMBARDI C,
PIPERNO A, MAGNI F, PARATI G. Modulation of urinary peptidome in humans exposed to high altitude
hypoxia. Mol Biosyst. 2012, 8, 959-966

RAIMONDO F, MOROSI L, CHINELLO C, PEREGO R, BIANCHI C, ALBO G, FERRERO S, ROCCO F,
MAGNI F, PITTO M. Protein profiling of microdomains purified from renal cell carcinoma and normal kidney
tissue samples. Mol Biosyst. 2012; 8: 1007-1016

RAIMONDO F, SALEMI C, CHINELLO C, FUMAGALLI D, MOROSI L, ROCCO F, FERRERO S, PEREGO
R, BIANCHI C, SARTO C, PITTO M, BRAMBILLA P, MAGNI F. Proteomic analysis in clear cell renal cell
carcinoma: identification of differentially expressed protein by 2-D DIGE. Mol Biosyst. 2012; 8: 1040-1051.
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ZOPPIS, I.F., GIANAZZA, E., BORSANI, M., CHINELLO, C., MAININI, V., GALBUSERA, C., ET AL. (2012).
Mutual Information Optimization for Mass Spectra Data Alignment. IEEE/ACM transactions on computational
biology and bioinformatics, 9(3), 934-939.

CHINELLO C, GIANAZZA E, MAININI V, CAZZANIGA M, SQUEO V, ALBO G, SIGNORINI S, DI PIERRO
SS, FERRERO S, NICOLARDI S, VAN DER BURGT YE, DEELDER AM, MAGNI F. Alterations of the serum
peptidome in renal cell carcinoma discriminating benign and malignant kidney tumors. J Proteomics. 2012
76: 125-140.

ORNELLAS P, ORNELLAS AA, CHINELLO C, GIANAZZA E, MAININI V, CAZZANIGA M, PEREIRA DA,
SANDIM V, CYPRIANO AS, KOIFMAN L, DA SILVA PC, ALVES G, MAGNI F. Downregulation of C3 and
C4A/B complement factor fragments in plasma from patients with squamous cell carcinoma of the penis. Int
Braz J Urol. 2012 Nov;38(6):739-49.

2011

RAIMONDO F, MOROSI L, CHINELLO C, MAGNI F, PITTO M. Advances in membranous vesicle and
exosome proteomics improving biological understanding and biomarker discovery. Proteomics.
2011;11(4):709-20.

2010

CHINELLO C, GIANAZZA E, ZOPPIS I, MAININI V, GALBUSERA C, PICOZZI S, ROCCO F, GALASSO G,
BOSARI S, FERRERO S, PEREGO R, RAIMONDO F, BIANCHI C, PITTO M, SIGNORINI S, BRAMBILLA
P, MOCARELLI P, GALLI KIENLE M, MAGNI F. Serum Biomarkers of Renal Cell Carcinoma Assessed Using
a Protein Profiling Approach Based on ClinProt Technique. Urology. 2010 Apr;75(4):842-7

GIANAZZA E, MAININI V, CASTOLDI G, CHINELLO C, ZERBINI G, BIANCHI C, GALBUSERA C, STELLA
A, MAURI G, ZOPPIS I, MAGNI F, KIENLE MG. Different expression of Fibrinopeptide A and related
fragments in serum of type 1 diabetic patients with nephropathy. J Proteomics. 2010 Jan 3;73(3):593-601.
BIANCHI C, BOMBELLI S, RAIMONDO F, TORSELLO B, ANGELONI V, FERRERO S, DI STEFANO V,
CHINELLO C, CIFOLA |, INVERNIZZI L, BRAMBILLA P, MAGNI F, PITTO M, ZANETTI G, MOCARELLI P,
PEREGO RA. Primary Cell Cultures from Human Renal Cortex and Renal-Cell Carcinoma Evidence a
Differential Expression of Two Spliced Isoforms of Annexin A3. Am J Pathol. 2010 Apr;176(4):1660-70.

MAGNI F, VAN DER BURGT YE, CHINELLO C, MAININI'V, GIANAZZA E, SQUEO V, DEELDER AM,
KIENLE MG. “Biomarkers discovery by peptide and protein profiling in biological fluids based on
functionalized magnetic beads purification and mass spectrometry.” Blood Transfus. 2010 Jun;8 Suppl
3:592-7.

2009

FARINA F, BOTTO L, CHINELLO C, CUNATI D, MAGNI F, MASSERINI M, PALESTINI P. Characterization
of Prion protein enriched domains, isolated from rat cerebellar granules cells in culture. J Neurochem. 2009;
110: 1038-1048

PROSERPIO V., BERETTA M., CHINELLO C., SOLDI M., TIBERTI N., RAIMONDO F., BIANCHI C.,
FERRERO S., CASELLATO S., MAGNI F., SARTO C., MOCARELLI P., BRAMBILLA P. “Immunoreattivita

e carcinoma renale” Biochimica clinica, 2009, vol 33 n3.

I. ZOPPIS, E. GIANAZZA, C. CHINELLO, V. MAININI, C. GALBUSERA, C. FERRARESE, G. GALIMBERTI,
A. SORBI, B. BORRONI, F. MAGNI AND G. MAURI “A mutual information approach to data integration for
alzheimer's disease patients” C. Combi, Y. Shahar, and A. Abu-Hanna (Eds.): Artificial Intelligence in
Medicine (AIME 2009). Proceedings, 2009; LNAI 5651, pg 431-435.

2008

MAGNI F, CHINELLO C, RAIMONDO F, MOCARELLI P, KIENLE MG, PITTO M. AQP1 expression analysis
in human diseases: implications for proteomic characterization. Expert Rev Proteomics. 2008 5(1):29-43.
CHINELLO C , BOSSO N, PICOZZI SCM, GIANAZZA E, MAININI V, GALBUSERA C, RAIMONDO F,
PEREGO R, CASELLATO S, ROCCO F, FERRERO S, BOSARI S, MOCARELLI P, GALLI KIENLE M,
MAGNI F. Human urine biomarkers of Renal Cell Carcinoma evaluated by ClinProt. Proteomics Clin Appl.
2008 Jul;2(7-8):1036-46.
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